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    Plant jumping genes: celebrating the legacy of Barbara McClintock
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To celebrate the 40th anniversary of Barbara McClintock´s Nobel Prize, we have put together a Collection of recent articles on plant “jumping genes” published across Springer Nature journals, highlighting her contribution to current Plant Biology. Find this collection here.
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                    Call for papers - Transposable Elements as Epigenetic Agents of Development, Immunity, Phenotypic Variation and Disease
                
            

        

        
            Mobile DNA is calling for submissions to our new Collection on Transposable Elements (TEs). This Collection will focus on the epigenetic mechanisms targeting TE sequences and the functional consequences of this targeting.
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The French Transposition Community (GDR-CNRS) is happy to announce the 5th International Congress on Transposable Elements (ICTE 2024). The congress will be held from April 20th to 23th 2024 in Saint Malo (France) at the “Palais du Grand Large”. The congress will include an optional TE-HUB satellite workshop on April 24th.
The Congress sessions will present the latest findings and encourage stimulating discussions on the following general topics:
	Transposable elements, genome evolution and adaptation 
	Transposable elements in health and disease
	Transposable element control & epigenetics
	Transposition mechanisms and applications
	TE hub workshop (if you have chosen to participate of course!)
	Education and outreach (a poster only session)

! Early bird registration until January 15th, 2024 !
Deadline for abstract registration: February 15th!
 CLIK HERE TO REGISTER NOW: https://icte2024.sciencesconf.org/ Please help spread the word by forwarding to your colleagues or trainees who might also be interested in attending.

        
    




    
        
    DNA Day Special: Welcoming New Members of the Mobile DNA Editorial Board
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We are thrilled to announce the addition of several new members to the Mobile DNA editorial board on this special occasion of DNA Day 2023. The expertise and dedication of each member of our editorial board are greatly appreciated as they play a crucial role in shaping the content and direction of our journal. As we warmly welcome the new members of the Mobile DNA editorial board, we are also pleased to share the motivations they have provided for joining our team:
Alla Kalmykova: “Ever since my student days, I have been captivated by the biology of transposable elements, and it has become my lifelong mission to continue exploring this field. Over the years, we have witnessed the emergence of numerous novel transposable elements, the discovery of distinct regulatory mechanisms governing their behavior, and the identification of the significant role of transposable elements in gene regulation and gene therapy applications. As a member of the Mobile DNA Editorial Board, I consider it my responsibility to assist researchers effectively communicate their discoveries and foster continued interest in the most dynamic and unstable portion of the genome – mobile DNA“
Alba Guarné: “Mobile DNA is a referent in the transposition community, and I am honoured to join its editorial board. My laboratory takes structural biology and biochemical approaches to understand how Tn7 elements identify target sites and regulate transposition. With the recent advances in cryo-electron microscopy, the structural biology community has made significant contributions to our understanding of transposable elements. I look forward to lending my expertise and collaborating with other expert editorial board members.“
Alex Hayward: “I am very pleased to accept the invitation to join the Editorial Board of Mobile DNA. My lab focuses on the evolution of transposable elements and their host interactions, and so the journal’s scope is excellently aligned with our research interests. I look forward to playing a more involved role in contributing to the success of Mobile DNA, and helping to strengthen the research community focussing on the exciting field of mobile genetic elements.”
Alex Kentsis: “Half of the human genome originates from mobile DNA elements, but their contributions to human disease and physiology remain incomplete. Likewise, transposable elements are essential for the evolution and development of diverse organisms, and understanding of their biology is expected to elucidate fundamental biological processes.”
Alexandre de Mendoza Soler:“It is an honour to join the reference journal in the field, an indispensable platform where the community share their work on multiple aspects of Transposable Elements biology. My interest in the evolution of gene regulation brought me, without any premeditation, to transposable elements. Since then, I have become fascinated by how this usually neglected part of the genome dictates so many aspects of gene regulation, including large scale genomic changes across evolution. I hope that my expertise in linking transposable elements with the evolution of chromatin will be useful for this journal.“  
Alexandros Bousios: “I have been studying transposable elements in plants ever since my PhD a long time ago! The interactions between TEs and their host genomes are fascinating, with new discoveries being constantly revealed by the scientific community. Pick up a stone and you will find a transposon underneath! Mobile DNA is the dedicated journal for TEs, run by the TE community itself, a great place for scientists who are involved with research on TEs. It is a pleasure to join the editorial board and contribute towards presenting new insights on how TEs impact their hosts.”
Anna Muszewska: "I am enthusiastic about joining the editorial team at Mobile DNA. Since my PhD, I have been fascinated by the world of wonders of mobile elements and their journey across genomes and species boundaries. On the one hand, they encode efficient nucleases, on the other they move by HTT and in some cases even carry cargo. Undoubtedly, the Mobile DNA journal serves as a central platform for diverse transposon studies. "
Anne Roulin
Christopher Ellison: “My lab studies the coevolution between transposable elements and their host genomes in Drosophila. I am thrilled to be joining the editorial board of Mobile DNA, the preeminent journal for research on transposons and other mobile elements.”
Christine Beck: "I have been working on transposable element biology and variation since 2005, and with the continued growth and interest in the field, Mobile DNA has filled an important role in publishing findings of broad interest to the mobile element community. I have been an avid reader of the journal since its inception, and look forward to contributing to the journal and the community of researchers it serves."
Claudia Carareto: “It is a pleasure to accept the invitation to join the Editorial Board of Mobile DNA, an outstanding journal dedicated to the dissemination of knowledge about the function, biological impact and evolution of transposable elements, research topics of my interest since my postdoc in the Margaret Kidwell´s laboratory, at the University of Arizona, in the late 1990s. Since then, knowledge of the impact of TEs on genomic to organismic evolution has grown enormously, which makes me very enthusiastic with the opportunity to contribute to the publication of high-quality research in this field.“
Clémentine Vitte: “For the past 20 years, I have sought to decipher how transposable elements shape the structure and functional regulation of plant genomes. Mobile DNA has always been an important source of relevant articles and information about the transposable element community. As a new editor, I will do my best to reinforce the contribution of Mobile DNA on disseminating high-quality science on the biology and evolution of transposable elements in the frame of the fast-growing sources of genomic and epigenomic datasets that now fuel intra- and inter-species analyses. I am honored and excited to join the editorial board!”
Emilie Brasset: “I am proud to have been invited to join the editorial board of Mobile DNA, the only journal entirely devoted to transposable element research. Working on the biology of transposable elements and their silencing mechanism, I hope to contribute to provide feedback in this field. As a member of the editorial board of Mobile DNA, I will be involved in the dissemination of scientific results from this exciting domain of research while ensuring the high-quality publication standards of the journal. It is also a good opportunity to both learn from and collaborate with other expert editorial board members.”
Guan-Zhu Han: “I am interested in the origins, evolution, and diversity of transposable elements as well as the impact of transposable elements on the evolution and biology of their hosts. It is fantastic to become an editorial board member of Mobile DNA, and the job will keep me informed of the direction that the mobile DNA field is moving forward.”
Helen Rowe: “I’m excited to join the Mobile DNA Editorial Board team and be at the forefront of new transposable element research. I’m particularly interested in discoveries of how TEs regulate our immune system and can be harnessed to boost anti-tumour immunity. I look forward to developing the journal with other editors and to supporting TE science, which is at the heart of health and disease processes.”
John LaCava: “Simply put, I think this journal is an outstanding resource for the LINE-1 community - which, I realize is only a fraction of the journal’s remit, but that fraction has an outsized importance to me. I have submitted articles to this journal and I read articles from this journal. My perception is that the editorial quality of the journal is high and (not unconnected) the scientific quality is high; the community around this journal, in my experience, is serious and rigorous but not stale or snobbish (actually, they’re a heck of a lot of fun!). So, for me and the way I operate, it's sort of a no-brainer to jump on board with my respected and admired colleagues (and friends) within this community. It will be an honor to join and, to the degree I am able, bolster your ranks, contributing to the success of the journal and the community all together.”
Josep Mª Casacuberta Suñer: “Mobile DNA is an excellent journal that has become the reference for transposon research and the meeting point of the transposon community. I am delighted to join the editorial board and work with the rest of the editors in running the journal.”
Juergen Schmitz: “I am delighted to provide my experience in constructively improving contributions to Mobile DNA. We have been investigating transposed elements (TEs) in model and non-model organisms for decades. Two main branches are using TEs as phylogenetic markers and detecting and characterizing TEs that exonize to "host" protein-coding function. We are developing computational tools such as TinT, GPAC, 2-n-way, ExoPLOT, KKSC, and 4-LIN to analyze the impact and significance of genomic TE insertions. These topics perfectly fit the aims and scope of Mobile DNA.”
Kate Chiappinelli: "I and my lab are interested in how transposable elements become dysregulated in human cancers. We still have much to learn about epigenetic regulation of these elements in cancer versus normal cells and how TEs interact with our immune system. I look forward to serving on the Mobile DNA editorial board to aid in dissemination of new knowledge about TEs in normal and disease states."
Kirsten Sadler Edepli: "As a cell and developmental biologist, my central interest in how DNA is packaged and how the genome is regulated naturally focused the attention of my group on the regulation of transposable elements.  Mobile DNA is a flagship journal in the field and it is an honor to support the publication of outstanding science focused on transposon regulation through serving on this editorial board.”
Leandro Quadrana: "Since its creation, Mobile DNA journal has played an important role in the dissemination of discoveries and advances in the field of transposable elements.  Joining the editorial board would offer to me the opportunity to not only contribute to the publication of high-quality research in population genomics of transposable elements, but also to foster a dynamic and engaged community of researchers working in this field.”
Miguel Zaratiegui Biurrun: “While I was doing my PhD on gene therapy I became fascinated by the molecular defense mechanisms that the cell deployed against non-self DNA. Ever since, my research has focused on the complex interplay between parasitic elements and their host genome, and the consequences they have on genome integrity and evolution.”
Michael Imbeault: "I am delighted to join the editorial team at Mobile DNA! As a researcher studying transposable elements for over a decade, I believe this journal provides a much needed platform for scientists to share their findings and ideas related to these fascinating genomic components. It is important to me that both the positive and negative aspects of transposable elements in biology are equally recognized, as too often in the past they have been either ignored or demonized. While it is true that they sometimes pose a threat to genomic integrity and lead to disease, they are as well in many cases welcome immigrants that enrich genomes with new functions and capabilities, participating in the rewiring of gene expression networks and driving evolution. With this in mind, I am looking forward to participate in shaping discussions on the complex role of transposable elements in through my editorial contributions to Mobile DNA.”
Nelson Lau: "I am motivated to join the Mobile DNA Editorial Board because I have been interested in studying mobile genetic elements since I was an undergraduate in David Shub’s lab studying homing group I introns from bacteriophages.  When I finally started my own lab, my study focus turned to the biochemical silencing of transposons by piRNAs and siRNAs, and determining the genomic landscapes of actively mobilizing transposons in Drosophila.  I hope to add my own lab’s research to the Mobile DNA journal and foster the reviews and submissions of future manuscripts to this journal.”
Özgen Deniz: “As a junior faculty, I want get insights into how the journals work, what they ‘want’, how the peer review process works. I would like to contribute to the evolution of the publication processes of this open access journal, whose scope aligns with my research expertise and interest. I will be also up-to-date with new ideas in the field of mobile elements and read the newest research before it is published.”
Sharon Schlesinger: “I am eager to join the Mobile DNA Editorial Board to actively contribute to the advancement of research on transposable elements and their transcriptional regulation. I believe that my expertise and experience in this field will enable me to provide valuable insights and contribute to the growth and impact of the journal.

  Thank you once again for this opportunity. I look forward to collaborating with the esteemed Editors and fellow Board Members to further the understanding of mobile DNA and its implications in genome biology.”
Vladimir Kapitonov: "I am delighted to join the editorial board of Mobile DNA. My main goal is to improve the scientific quality of this journal, which is already well established. My main interests are evolutionary, computational and theoretical studies of transposable elements in eukaryotes. More specifically, I am most interested in domestication of transposable elements, their horizonal transfer and classification, and co-evolution of transposable elements and their host genomes. ".
Wojciech Makalowski
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            [image: New Content Item]We are proud to present a new series of review papers focused on transposable elements (TE) in model organisms. This series will deliver a comprehensive and even coverage of the diversity of TEs populating the model species; outstanding questions and future directions with the study of TEs in species; and much more! 
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            PNMA2 forms immunogenic non-enveloped virus-like capsids associated with paraneoplastic neurological syndrome.
 [Cell. 2024] PubMed
Mage transposon: a novel gene delivery system for mammalian cells.
 [Nucleic Acids Res. 2024] PubMed 
Towards targeting transposable elements for cancer therapy.
 [Nat Rev Cancer. 2024]  PubMed
Wildlife endogenous retroviruses: colonization, consequences, and cooption.
 [Trends Genet. 2024]  PubMed
Pharmacological inhibition of neddylation impairs long interspersed element 1 retrotransposition.
 [Cell Rep. 2024] PubMed
View all editors' picks

        
    




        
    



                    

                

            
                
                    
                        
    
        
        
            
    
        
            Aims and scope

            Mobile DNA is an online, peer-reviewed, open access journal that publishes articles providing novel insights into the function, biological impact, and evolution of transposable elements in any organism. Topics related to transposable elements may include genetic or epigenetic variation, genome rearrangements, mechanisms, patterns and processes of transposition, and the role of mobile elements in host genome evolution.
Mobile DNA aims to understand:	mechanisms of intra- and intergenomic mobility via genetic, comparative genomic, biochemical and structural approaches
	regulation of DNA rearrangements by the environment and during development
	how DNA restructuring reshapes cellular function and organism evolution
	the role of transposable elements in disease in a variety of organisms
	host—element interaction and genetic/epigenetic regulatory networks

Mobile DNA reflects the need for a journal that spans all aspects of specialized recombination, from structure and mechanism to evolutionary impact. In addition, the journal will consider articles on the utility of mobile genetic elements in biotechnological methods and protocols, and related biocomputational tools.
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            Irina Arkhipova, Marine Biological Laboratory at Woods Hole
 Kathleen Burns, Dana-Farber Cancer Institute at Harvard Medical School, USA
 Pascale Lesage, INSERM, France
  
Our Associate Editors: 
 Orsolya Barabas, European Molecular Biology Laboratory (EMBL), Germany
 Gael Cristofari, Institut National de la Santé et de la Recherche Médicale, France 
 Adam Ewing, Mater Research Institute-University of Queensland, Australia
 Clément Gilbert, CNRS, Université Paris Saclay, France 
 Molly G Hammell, Cold Spring Harbor Laboratory, USA
 Damon R Lisch, Purdue University, USA
 Joe Peters, Cornell University, USA
 Phoebe Rice, The University of Chicago, USA 
 Vincent Colot, Institut de Biologie de l'Ecole Normale Supérieure (IBENS), France

        
    




        
            
    Links to Useful TE Community Resources

    
        
            Transposable elements labs directory
Women in TEs (maintained by Cedric Feschotte)
Job vacancies
Transposons Worldwide SLACK Page (Managed by Rebecca Berrens)
Mobile DNA Tools Collection
TE digest (Managed by Alexander Suh)
TE Hub
TnCentral
ISfinder (Insertion Sequence database)
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            2022 Citation Impact
 4.9 - 2-year Impact Factor
 4.5 - 5-year Impact Factor
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 2.363 - SJR (SCImago Journal Rank)
2023 Speed
 8 days submission to first editorial decision for all manuscripts (Median)
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